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plan to assess the role of D. fragilis in immune modulation and its
interactions with human microbiota in a larger scale.
http://dx.doi.org/10.1016/j.ijid.2016.02.802
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Background: Blastocystis was identiﬁed almost 100 years back
but its clinical signiﬁcance is controversial. An estimate suggests
thatBlastocystis inhabit large intestineofmore than1billionhuman
worldwide. Based on the ribosomal lineages different species of
Blastocystis are designated as various subtypes (ST) with extensive
inter and intra subtype genetic diversity. Due to its polymorphic
nature identiﬁcation by microscopy is obscure. However, in India,
data pertaining toBlastocystiswere chieﬂyderived fromdirect stool
microscopy. In this study we employed microscopy, culture and
PCR for the detection of Blastocystis from stool samples. Further,
subtyping of representative samples were carried out to identify
the subtypes available in this region.
Methods & Materials: It is a cross sectional analytical study
approved by JIPMER Institute Ethics Committee. All the stool sam-
ples were screened by routine microscopic investigations and they
were subjected to in vitro propagation in Jones’ medium. Fecal
DNA was extracted by using QIAamp DNA stool mini kit (Qia-
gen, Germany) following manufacturer’s instructions and stored
at -20◦C. Further, extracted DNA was quantiﬁed and subjected to
PCR, which targets initial 600 bp barcoding region of 18SSU rDNA
of Blastocystis. PCR products were visualized on 1.5% agarose gel
and representative positive ampliconswere sequenced for subtype
analysis. Sequence results obtained from both the strands were
assembled and subtype analysis was performed by using following
database http://www.pubmlst.org/blastocystis/
Results: A total of 173 stool samples were screened for Blas-
tocystis. PCR detected the maximum number of Blastocystis (n =77,
44%) followed by culture (n =48, 28%) andMicroscopy (n=25, 14%).
The Sequencing results of the representative PCR amplicons con-
ﬁrmed thepresenceofBlastocystisST3allele 34 (n=9) andST1allele
4 in (n=5).
Conclusion: In comparison with stool microscopy and culture,
Blastocystis speciﬁc PCR is an excellent diagnostic tool in terms
of sensitivity, speciﬁcity and subtype identiﬁcation. However, in
resource poor settings Jones’ medium (xenic culture) could be used
as an alternative diagnostic modality for the detection of Blasto-
cystis from stool. Subtyping results indicate ST3 predominance.
However, large number of samples needs to be subtyped to reveal
the association of particular ST with particular clinical manifesta-
tions.
http://dx.doi.org/10.1016/j.ijid.2016.02.803
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Background: Visceral leishmaniasis (VL) is a tropical neglected
disease caused by Leishmania donovani, results in signiﬁcant mor-
tality in Indian subcontinent. The protective immune response
to Leishmania parasites is mediated by proliferation and differ-
entiation of IFN- secreting CD4+ T helper (Th1) cells while IL-4
dependent CD4+ Thelper (Th2) cell leads to aggravateVLpathogen-
esis. Theplasticityof T cell proliferationanddifferentiationdepends
on microRNA mediated gene regulation which leads Th1/Th2 or
Th17/Treg type of immune response during human VL.
Methods & Materials: MicroRNAs participates in T cell pro-
liferation and differentiation in human VL. This study depicts
the identiﬁcation of target immune signaling molecule and tran-
scription factors, which play role in T-cell proliferation and
differentiation followed by the identiﬁcation of miRNA control-
ling their gene expression using three web servers viz., TargetScan,
mirPath and miRDB.
Results: The present study provides the in silico evidences that
seed region present in the microRNAs miR-29-a, miR-29b and
miR29chave theputative binding site in the3’-UTR regionof TBX21
transcription factor of CD4+ T helper (Th1),whichmay suppress the
Th1 speciﬁc protective immune response. Development of Th2 type
speciﬁc immune response canbe suppressedbybindingofmiR-135
microRNA over the 3’-UTR region of GATA-3 transcription factor of
Th2 speciﬁc CD4+ T helper cells. Interestingly, miR-21 and miR-24
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can inhibit the Th1 immune response and simultaneously activate
the Th2 immune response by stimulating T helper cell proliferation
and differentiation. We are indicating that miR-135, miR-155 and
miR-1272 and miR-223 suppress Th2 speciﬁc immune response
andmaintain the plasticity by activating Th1 speciﬁc CD4+ T helper
cells.
Conclusion: This study indicates that microRNAs have capacity
to regulate immune signaling, cytokine production and immune
cellmigration tocontrol theVL infection inhuman.Thisobservation
warrants further investigation for the development of microRNA
based therapy controlling T cell differentiation in human VL.
http://dx.doi.org/10.1016/j.ijid.2016.02.804
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Background: The aim of this study was to analyze some epi-
demiologic features of visceral Leishmaniasis in Albanian children.
Methods & Materials: There were included 194 children aged
0-14 years in this study, all admitted and treated for visceral Leish-
maniasis since 1010-2014 in Pediatric Infectious Disease Service.
We studied the distribution of the disease according to annual
incidence, age, gender, living area.
Results: The results are shown in the following table.
YEAR NEW
CASES
GENDER LIVING AREA AGE (in years)
Female Male Rural Urban 0-1 1-4 4-10 10-14
2010 46 25(54%) 21(46%) 10(22%) 36(78%) 5(11%) 30(65%) 9(20%) 2(4%)
2011 33 14(42%) 19(58%) 4(12%) 29(88%) 5(15%) 20(61%) 8(24%) 0(0%)
2012 47 17(36%) 30(64%) 11(33%) 36(77%) 7(15%) 30(64%) 5(11%) 5(11%)
2013 39 17(44%) 22(56%) 14(36%) 25(64%) 13(33%) 18(46%) 8(20%) 0(0%)
2014 29 11(38%) 18(62%) 6(21%) 23(79%) 3(10%) 19(65%) 6(21%) 1(3%)
TOTAL 194 84 110 45 149 33 117 36 8
Conclusion: Visceral Leishmaniasis is a frequent disease in
Albania presented with a considerable number of cases per year.
The most affected age group is from 1-4 years old, the male gen-
der is the most affected and urban areas are also predominant over
rural ones.
http://dx.doi.org/10.1016/j.ijid.2016.02.805
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Background: Globally, Africa has the highest prevalence of HIV,
schistosomiasis and another neglected entity: cervical cancer. Gen-
ital schistosomiasis manifests in lesions that are hypothesized to
link with HIV and cervical atypia.
Methods & Materials: This study was conducted among 833
young women aged 16-23 years from rural high schools in
KwaZulu-Natal. Risk factors for schistosomiasis and cervical atypia
and the association of genital schistosomiasis and squamous atypia
of the cervix were investigated using diagnostic cytology, urine
microscopy, and questionnaire data.
Results: Participants were sexually active from a young age
and 523 (63.0%) had at least one child and 742 (89.1%) relied on
rivers as their primary water source. The Schistosoma prevalence
detected cytologically and via urine microscopy was 12 (1.4%) and
178 (21.4%) respectively. Squamous cell atypiawasdetectedamong
567 (68%). There was a signiﬁcant association between the partic-
ipants who were positive for any squamous cell atypia and those
whohad S. haematobium eggs in Pap smears (OR=5.6, P=0.005; 95%
CI 1.6-21.0) and for S. haematobium eggs in urine OR=2.9, 95% CI
1.72 - 4.99, P=0.005).
Conclusion: The speciﬁcity of cytology for Schistosoma detec-
tionwas lowusing is seenpreviously, it is possible that an improved
detection rate of genital schistosomiasis could be achieved using
cervico-vaginal lavage SchistosomaDNA testing.While a signiﬁcant
association exists between urogenital schistosomiasis as detected
by cytology and urine microscopy with squamous atypia in this
youngpopulation, itmust benoted thatmore thanhalf of the young
womenhave cervical atypia that couldpotentially regress. Cytology
wasuseful in revealing the squamousatypia among this youngpop-
ulation who is not routinely screened, a limitation is that it was not
feasible to conﬁrm results using histology or other complementary
tests. The relationship between schistosomiasis and cervical can-
cer is complex, while there may be association, it was not possible
to prove causality or eliminate all confounders. In communities at
risk, health promotion, screening andhealth care targeting not only
HIV and schistosomiasis, but also cervical cancer should be made
available in order to reduce the prevalence of these preventable
diseases.
http://dx.doi.org/10.1016/j.ijid.2016.02.806
